0.17

Peak Find - HPL20 - EDUV.jws

0.15

0.1

Abs

0.05

0
-0.01

/// \

200

[Comments]
User
Division
Company

Creation date

220

QPackSA

Valer Laboratérios

16/11/2022 14:29

[Detailed Information]

Data array type
Horizontal axis
Vertical axis
Start

End

Data interval
Data points

Linear data array
Wavelength [nm]
Abs

200 nm

300 nm

1 nm

101

[ Result of Peak Picking ]

No. Position
1 272

Intensity
0.07444 2
3 204 0.

163761

240

260

Wavelength [nm]

[Measurement Information)]

Instrument Name  MD-2018
Model Name MD-2018
Serial No. A051961331
ROM version V1.02.03
Position Intensity

245 0.020145
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:20

HPL20_PDA
16/11/2022 15:01:23
10,0 [uL]

1

Qualificagao

3,0 [min]

PCIN

Qualificagao

Peak

Branco 1-CH5
273,0nm

100 [msec]
Peak

1/1

2,5

Branco 1 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:22

HPL20_PDA
16/11/2022 15:04:50
10,0 [uL]

2

Qualificagao
3,0 [min]
PCIN
Qualificagao
Peak

PCIN 1-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1557] 797983]

141141]100,000[100000]  N/A[1915] N/A]

1/1

2,5

PCIN 1 - CH5

Creator
Reviewer
Approver

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:22

HPL20_PDA
16/11/2022 15:08:16
10,0 [uL]

2

Qualificagao
3,0 [min]
PCIN
Qualificagao
Peak

PCIN 2-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1558] 796477]

138565]100,000[100.000]  N/A[1854] N/A]

1/1

2,5

PCIN 2

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:22

HPL20_PDA
16/11/2022 15:11:42
10,0 [uL]

2

Qualificagao
3,0 [min]
PCIN
Qualificagao
Peak

PCIN 3-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1560] 799253]

137509]100,000[100.000]  N/A[1828] N/A]

1/1

2,5

PCIN 3

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:23

HPL20_PDA
16/11/2022 15:15:09
10,0 [uL]

1

Qualificagao

3,0 [min]

PCIN

Qualificagao

Peak

Branco 2-CH5
273,0nm

100 [msec]
Peak

1/1

2,5

Branco 2 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

A

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:23

HPL20_PDA
16/11/2022 15:18:35
10,0 [uL]

2

Qualificagao
3,0 [min]
PCIN
Qualificagao
Peak

PCIN 4-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1550] 793935]

147275]100,000[100000]  N/A[2074] N/A]

1/1

2,5

PCIN 4

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:23

HPL20_PDA
16/11/2022 15:22:02
10,0 [uL]

2

Qualificagao
3,0 [min]
PCIN
Qualificagao
Peak

PCIN 5-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1555] 797465]

137320 100,000[100000]  N/A[1810] N/A]

1/1

2,5

PCIN 5

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:23

HPL20_PDA
16/11/2022 15:25:28
10,0 [uL]

2

Qualificagao
3,0 [min]
PCIN
Qualificagao
Peak

PCIN 6-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1560] 798736]

136442]100,000[100000]  N/AJ1790] N/A]

1/1

2,5

PCIN 6

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:35:24

HPL20_PDA
16/11/2022 15:28:54
10,0 [uL]

1

Qualificagao

3,0 [min]

PCIN

Qualificagao

Peak

Branco 3—-CH5
273,0nm

100 [msec]
Peak

1/1

2,5

Branco 3 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:50:54

HPL20_PDA
16/11/2022 15:47:52
10,0 [uL]

1

Qualificagao

3,0 [min]

LDUV

Qualificagao

Peak

LDUV 1-CH5
273,0nm

100 [msec]
Peak

1/1

2,5

LDUV 1 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:54:20

HPL20_PDA
16/11/2022 15:51:19
10,0 [uL]

2

Qualificagao
3,0 [min]
LDUV
Qualificagao
Peak

LDUV 2-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1560] 267809]

45526[100,000]100,000]  N/A[1766] N/A]

1/1

2,5

LDUV 2

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 15:57:48

HPL20_PDA
16/11/2022 15:54:45
10,0 [uL]

3

Qualificagao
3,0 [min]
LDUV
Qualificagao
Peak

LDUV 3-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1560] 548582 ]

92928]100,000{100,000]  N/A[1755] N/A]

1/1

2,5

LDUV 3

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:01:14

HPL20_PDA
16/11/2022 15:58:12
10,0 [uL]

4

Qualificagao
3,0 [min]
LDUV
Qualificagao
Peak

LDUV 4-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1550] 797304]

146412]100,000[100.000]  N/AJ2030] N/A]

1/1

2,5

LDUV 4

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:04:40

HPL20_PDA
16/11/2022 16:01:38
10,0 [uL]

5

Qualificagao
3,0 [min]
LDUV
Qualificagao
Peak

LDUV 5-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1560] 1064012]

180107]100,000[100.000]  N/A[1750] N/A]

1/1

2,5

LDUV 5

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:14:24

HPL20_PDA
16/11/2022 16:11:21
0,1 [uL]

1

Qualificagao

3,0 [min]

LIIN

Qualificagao

Peak

LIIN 1-CH5
273,0nm

100 [msec]
Peak

1/1

2,5

LIIN 1 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:17:46

HPL20_PDA
16/11/2022 16:14:43
5,0 [uL]

1

Qualificagao

3,0 [min]

LIIN

Qualificagao

Peak

LIIN 2-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1548] 402474]

70069]100,000[100,000]  N/A[1835] N/A]

1/1

2,5

LIIN 2

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:21:10

HPL20_PDA
16/11/2022 16:18:07
10,0 [uL]

1

Qualificagao

3,0 [min]

LIIN

Qualificagao

Peak

LIIN 3—-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1552] 787295]

144245]100,000[100000]  N/A[2024] N/A]

1/1

2,5

LIIN 3 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:24:38

HPL20_PDA
16/11/2022 16:21:36
15,0 [uL]

1

Qualificagao

3,0 [min]

LIIN

Qualificagao

Peak

LIIN 4-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1570] 1195612]

200158]100,000[100,000]  N/A[1743] N/A]

1/1

2,5

LIIN 4 -

Creator
Reviewer
Approver

CH5

3,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0

1.5
Retention Time [min]

QPackSA
16/11/2022 16:28:10

HPL20_PDA
16/11/2022 16:25:07
20,0 [pL]

1

Qualificagao

3,0 [min]

LIIN

Qualificagao

Peak

LIIN 5-CH5

273,0nm
100 [msec]
Peak

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 5] 1588] 1592340]

263680]100,000[100,000]  N/A[1749] N/A]

1/1

2,5

LIIN 5

Creator
Reviewer
Approver

= CHS

3,0

QPackSA
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Chromatogram Information

User Name QPackSA

Date Modified 17/11/2022 11:02:37

Description

HPLC System Name HPL20_PDA
Injection Date 17/11/2022 10:12:42
Volume 0,0 [uL]

Sample # -

Project Name Qualificagao
Acquisition Time 20,0 [min]
Acquisition Sequence

Control Method Gradiente AB

Peak ID Table
Calibration Method
Additional Information
Channel & Peak Information Table
Chromatogram Name Grad AB_001-CH5
Sample Name
Channel Name 273,0nm
Sampling Interval 100 [msec]
Peak Method (Manual)

#|Peak Name|CH|tR [min]| Area [uV-sec]|Height [uV]| Area% |Height% | Quantity | NTP | Resolution| Symmetry Factor|Warning
1|Unknown 5 4,342 94806| 4,906 6,319 N/A[N/A N/A N/A
2| Unknown 5 7,352 193743|11,542] 12,913 N/A[N/A N/A N/A
3|Unknown 5 10,320 305721]18,494| 20,377 N/A[N/A N/A N/A
4|Unknown 5 13,392 403512(26,467| 26,895 N/A[N/A N/A N/A
5|Unknown 5 16,492 104240227 502561]38,591| 33,496 N/A[N/A N/A N/A
1/1

Brad AB_001 - CH5

Creator
Reviewer
Approver

20,0

QPackSA



Chromatogram
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Chromatogram Information
User Name QPackSA
Date Modified 17/11/2022 12:07:14
Description
HPLC System Name HPL20_PDA
Injection Date 17/11/2022 11:43:29
Volume 0,0 [uL]
Sample # -
Project Name Qualificagao
Acquisition Time 20,0 [min]
Acquisition Sequence
Control Method Gradiente CD
Peak ID Table
Calibration Method
Additional Information
Channel & Peak Information Table
Chromatogram Name Grad CD_004-CH5
Sample Name
Channel Name 273,0nm
Sampling Interval 100 [msec]
Peak Method (Manual)
#|Peak Name|CH|tR [min]| Area [uV-sec]|Height [uV]| Area% |Height% | Quantity | NTP | Resolution| Symmetry Factor|Warning
1|Unknown 5 4,360 96687| 5,028| 6,424 N/A[N/A N/A N/A
2| Unknown 5 7,415 195382|11,750| 12,980 N/A[N/A N/A N/A
3|Unknown 5 10,180 306697|18,463| 20,376 N/A[N/A N/A N/A
4|Unknown 5 13,372 403729(25,537| 26,822 N/A[N/A N/A N/A
5|Unknown 5 16,262 106282379 502710]39,223| 33,398 N/A[N/A N/A N/A
1/1

5Grad CD_004 - CH5

Creator
Reviewer
Approver

20,0

QPackSA
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